Key indicators: single-crystal X-ray study; T = 110 K; mean (C-C) = 0.006 Å; R factor = 0.031; wR factor = 0.078; data-to-parameter ratio = 13.2.
In the title compound, [Mo(C 34 H 54 N 2 O 2 )O 2 ]ÁCHCl 3 , the molybdenum(VI) ion exhibits a cis-dioxide distorted octahedral geometry. Two anionic phenolate O-atom donors and two neutral N-atom donors of the ligand are trans and cis, respectively. The Mo O bond lengths and the O Mo O bond angle are typical for six-coordinated dioxomolybdenum(VI) complexes. The Mo-N bond lengths are longer than 2.30 Å , as expected for a trans O Mo-N structure.
Related literature
For molybdenum coordination complexes as catalysts, see: Wong et al. (2010) ; Rappe & Goddard (1982) . For the synthesis of the ligand, see: Tshuva et al. (2001) . For incorporation of the molybdenum center into redox enzymes, see: Tucci et al. (1998) ; Schultz et al. (1993) . For spectroscopic and NMR data, see: Lehtonen et al. (2006) . For related structures, see: Hinshaw et al. (1989) ; Lehtonen & Sillanpä ä (2005) .
Experimental
Crystal data [Mo(C 34 (Wong et al. 2010) and olefin metathesis (Rappe & Goddard, 1982) reactions. In addition, molybdenum is also a necessary element in diverse biological systems whereby the molybdenum center is incorporated into various redox enzymes such as DMSO reductase (Tucci et al. 1998 ) and xanthine oxidase (Schultz et al. 1993) . A number of related dioxomolybdenum(VI) complexes with tetradentate ligands have been reported (Hinshaw et al. 1989; Lehtonen & Sillanpää, 2005) .
While the X-ray structure of the title compound is described here, its synthesis, IR, and 
To a solution of 0.52 g (1.00 mmol) of 6,6'-(2-(dimethylamino)ethylazanediyl)bis(methylene)bis(2,4-di-tert-butylphenol) (Tshuva et al. 2001) in 10 ml of CH 2 Cl 2 and 10 ml of CH 3 OH was added 0.33 g (1.06 mmol) of MoO 2 (acac) 2 . The resulting orange solution was stirred overnight at room temperature. The yellow solid (0.61 g) was collected by filtration and washed with cold methanol. Single crystals suitable for X-ray diffraction were obtained by recrystallization from CHCl 3 /hexanes.
Refinement
All non-hydrogen atoms were refined with anisotropic thermal parameters. The hydrogen atoms bound to carbon atoms were placed in idealized positions and constrained to ride on their parent atoms, with d(C-H) = 0.95-1.00 Å, U iso (H) = 1.2U eq (C). The number of Friedel pairs used for absolute structure refinement is 2649.
supplementary materials sup-2 Figures   Fig. 1 . A view of the molecular structure. Ellipsoids are drawn at the 30% probability level. Hydrogen atoms were omitted for clarity.
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